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Sovgir N. V., Tarashkevich J. S., Prokulevich V. A. 

Production of antimicrobial peptide esculentin and phage K endolysin  
as a fusion protein 

Poly-His-tagged phage K endolysin (LysKHis) was chosen as the C-ter-
minal fusion partner for esculentin-C (Esc-C) (C-terminus of Esc-C fused to  
the N-terminus of LysKHis). E. coli BL21-CodonPlus (DE3)-RIPL was trans-
formed with pET-Esc-CLysKHis recombinant vector. We carried out optimiza-
tion of gene expression and showed that expression of the hybrid gene at 37 °C 
leads to intracellular accumulation of Esc-CLysKHis protein (60.5 kDa) in in-
clusion bodies form. 
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Sokolova T. N., Sokolov K. N., Poluden V. N. 
Comparative analysis the profile of microorganisms and susceptibility  

to antibiotic of microorganisms isolated from pulmonary patients  
in hospital Grodno 

For the ten-year period in a single hospital has changed the profile of  
microorganisms isolated from pathological material, and change the sensitivity 
of microorganisms to antibiotics. Therefore, for rational antibiotic therapy is  
extremely important to keep under such accounting in the hospital. 

 
 
 
 
 
 
 
 
 
 
 
 
 


