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щие липиды. 10.Холестерин. 11.Билирубин и его фракции. 12.Натрий 

и калий. 

Результаты исследований: Анализы крови были проведены в фоне и 

через 90 и 180 дней после начала введения препарата внутрь в тера-

певтической (0,5 мл/кг) и максимальной (10 мл/кг) дозировке методом 

пункции из хвостовой вены. 

Анализ показателей биохимического статуса животных всех групп, 

участвующих в эксперименте, свидетельствовал о том, что состояние 

обменных процессов (белкового, углеводного, минерального) не под-

вергалось патологическим изменениям в условиях длительного введе-

ния внутрь препарата «Гепатон» во всех исследуемых дозах, и не вы-

ходило за границы видовой нормы. Во 2-й и 3-й опытных группах к 

концу эксперимента наблюдалось снижение уровня аланинамино-

трансфиразы по сравнению с контрольной группой на 3,8 и 14,8 % со-

ответственно, что может указывать на гепатозащиную активность 

препарата. 

Заключение. Таким образом, введение препарата «Гепатон» как в те-

рапевтических, так и в максимальных дозировках не нарушает биохи-

мический статус крови. 

 

Popinako А.V1, Balatskaya M.N.2  

Analysis of the interactions between adiponectin hormone and T-

cadherin with bioinformatics methods 
1A.N. Bach Institute of Biochemistry, Federal Research Center of Biotech-

nology of the Russian Academy of Sciences, Moscow, Russia 
2Faculty of Medicine, Lomonosov Moscow State University, Moscow, 

Russia 

Interaction between adiponectin and T-cadherin provides beneficial cardio-

protective and regenerative effects on the cardiovascular system [1–4]. Ad-

iponectin accumulates in the heart, endothelium, and skeletal muscles 

through interaction with T-cadherin [3]. T-cadherin specifically binds with 

the hexameric and high-molecular form of adiponectin. However, the de-

tails of ligand-receptor interaction between adiponectin and T-cadherin re-

mains poorly characterized [5]. The complex of T-cadherin and adiponectin 

hexamer is still not crystallized and its structure is unknown. 

The aim of the research is analysis of interactions between the T-cadherin 

receptor and adiponectin using bioinformatics analysis. Adiponectin and T-

cadherin sequences were found from BLAST searches against the NCBI's 

RefSeq database. The multiple alignment of adiponectin and T-cadherin 

sequences was constructed with MUSCLE and visualized using Jalview. 

Bioinformatic analysis of adiponectin and T-cadherin sequences was made 
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using pocketZebra, visualCMAT [6]. Thus, co-evolving residues and posi-

tions of probable binding sites were identified for adiponectin: V117, 

G118, I43, R92, E64, Y189, D187, S200, G199, Q188, Q190, E191 (the 

numbering for adiponectin will be in accordance with Q15848 sequence) 

and T-cadherin: K115, V82, A691 (the numbering for T-cadherin will be in 

accordance with P55290 sequence). It is interesting to note that the muta-

tions of adiponectin at positions 117, 118, 187, 188, 193 influence on T-

cadherin binding [5]. We found the same and other positions of binding 

sites of adiponectin. We believe that our approach is fruitful for receiving 

new knowledge about the complex of T-cadherin-adiponectin. These prob-

able binding sites could be useful for following molecular modelling of the 

complex.  
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Resently a novel copper-containing enzyme thiocyanate dehydrogenase 

(TcDH) was isolated from the periplasm of some thiocyanate converting 

haloalkaliphilic sulfur-oxidizing bacteria (SOB) [1]. TCDH catalyzes oxi-

dative thiocyanate conversion into cyanate, elemental sulfur, and two re-


