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Prevalence of nontuberculous mycobacteria in the Republic of Belarus  

in 1990–2012 years 
In the last 3 years in the Republic of Belarus has been found significant  

increase in the number and species of potentially pathogenic slow-growing non-
tuberculous mycobacteria (NTM). This may indicate an increase in the number 
of mycobacteriosis and improvement the quality of laboratory diagnostics of 
NTM in the Republic. 
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Genotyping of BK viruses 
The study presents the results of phylogenetic analysis of BK viruses  

isolated from patients in Republic of Belarus. Described isolates belong to  
subgroups Ib-2 and IVc. 
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