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as moving tunes and slides, mixing reagents and dispensing them into tubes,  
microtubes, PCR or ELISA plates.  

The Smart Controller is a microcomputer in addition to some accessories 
(sensors and peripheral devices) which can be programmed to do any number of 
tasks and connects to existing laboratory equipment, such as incubators, centri-
fuges, PCR machines, microscopes, ventilation systems. All robots «LabMan» 
connect to a main computer from which they can be controlled and the whole 
laboratory can be monitored, this computer can also connect to the internet, so 
the lab can be controlled and monitored remotely. 

Conclusions 
Laboratory Manipulator «LabMan» was constructed and the concept of it is 

application in diagnostic laboratory has been developed. 
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 N- -1  — Esc-a(1-21) 
 6 His-SUMO-TEV (HST)  

 HST-Esc(1-21), 
 N-  SUMO, -

 (6xHis),   
 — Esc-a(1-21).  

 TEV -
.  

 
HST  Nde I -6xHis-SUMO-
TEV  pET-Esc-a(1-21). -

 pET-HST-Esc-a(1-21) 
 E. oli XL-1 Blue. -

,  
 HST -

.  
 pET-

HST-Esc- (1-21)  E. coli BL21-Codon 
Plus(DE3)-RIPL -

 0,5  4  LB. -
-

 HST-Esc-a(1-21) (16,7 ) 
 25 %  ( .).  

 
.  E. coli BL21-Codon 

Plus(DE3)-RIPL. :  
1 — pET-24b(+) (0,5 ) ( ); 2 — pET-HST-Esc-a(1-21)  

);  3 — pET-HST-Esc-a(1-21) (0,5 );  4 —  
 Blue wide Range Protein Ladder («Cleaver Scientific Ltd») 



193 

 
 37 ° .  

 4 , -
, -

,  HST-Esc-a(1-21) -
 

. 
: 
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Yanushkevich D. M., Sovgir N. V., Prokulevich V. A. 
Production of antimicrobial peptide esculentin N-terminal fragment  

as a part of fusion proteins 
Poly-His-tagged small ubiquitin-related modifier of Saccharomyces cere-

visiae with  the  recognition  site  for  TEV  protease  (HST)  was  chosen  as  the   
N-terminal fusion partner for esculentins N-terminal fragments (Esc-a(1-21)). 
The HST-Esc-a(1-21) hybrid gene was cloned in expression vector pET-24b(+) 
and transformed into E. coli BL21-CodonPlus (DE3)-RIPL. We showed that  
expression of the cloned gene at 37 °C leads to intracellular accumulation in 
bacterial cells of protein by mass corresponding HST-Esc(1-21) (16.7 kDa)  
predominantly in soluble form. 


