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AKTYyanbHOCTb. B HacTosLee BpeMsi CaNlbMMHIO0hOpUT ABNSETCS NpeobnagatoLLein hopmoit
BOCNaNTENbHbIX 3a060/1€eBaHNIA Ta30BbIX OPraHOB Y XEHLLUMH, HEPEAKO MPUBOAALLEN K 6ecrnnoauto.
OCHOBOIi Tepanuu ABNAKOTCA aHTMOaKTepuabHble npenapatbl. OAHAKO M3-3a LLUMPOKOrO M 4acTo
He0b60CHOBAHHOI0 NPYMeHeHUA aHTUOMOTMKOB HaceneHeM BO3POC/IO KO/IMYECTBO Pe3NCTEHTHbIX
LITAMMOB MUKPOOPraHN3MOB.

Llenb:  NpoBecTM  CpaBHUTE/IbHbIA  aHa/IM3  3TUOMIOTMYECKOW  CTPYKTYpbl U
aHTMOMOTUKOPE3NCTEHTHOCT MUKPOOHBIX COOOLLECTB MPU OCTPbIX CanbnuHroogoputax B 2016-
2018 rr.

MaTtepuanbl U MeTofbl. B npouecce paboTbl UCMOMb30BaHbl [aHHble U3 MepBUYHON
MeAMLMHCKON AOKyMeHTauumn 148 »xxeHWwmH B BozpacTe oT 20 A0 44 net (cpegHuiA BO3pacT COCTaBW
29,14+4,1) C [MArHo3OM «OCTPbI  CabNUHIOOOPUT», HaXOAMBLUMXCA Ha JIeYeHUN B
TMHEKONOrMYeCcKOM OTAENeHUU YUpPeXAeHUs 34paBoOXpaHeHus «5 [opofcKas KaMHUYecKas
6onbHULUa» r. MuHcka B 2016 1 2018 rr. CTaTUCTUYeCKYK0 06paboTKy [aHHbIX, MO/YyYeHHbIX B
pesynbTaTe WCCNeAOBaHW, MPOBOAUAN OOWENPUHATBIMU  MeTodaMu. cnonb3oBann NakeT
npuknagHbix nporpamm «Excel» (Microsoft, USA). [l0CTOBEPHOCTb pasMynin Mexay rpynnamu
OLleHVBa/IM C MOMOLLbIO KpuTepua t CTbio4eHTa.

Pe3ynbTaTbl U NX 06CyXaeHue. AHann3 MUKPOOHbLIX accoumauuii npyu BOCNaIUTENbHbIX
3a60M1eBaHMAX OPraHOB Masioro Tasa Yy >KeHLUMH, nokKasas, YTo JOMUHAHTHbIMK Buaamu B 2016 T.
asnsnucek Staphylococcus spp. (21,5+£0,69%) u E.coli (17,4+0,9%), Enterococcus faecalis n Candida
spp. BcTpevanmcs B 10,4+1,4% cnydaeB, Ha [ono Streptococcus Spp. MPUXOAUIOCH TOMBLKO
2,1746,9%. STMoNornyeckas CTpyKTypa 6akrepmaibHbIX CO0OLLECTB, 06HAPY>KMBAEMbIX Y YKEHLLMH
C ca/ibnuHruToM B 2018 r., XapakTepn3oBasiacb JOCTOBEPHLIMUN OT/IMYMAMW: KULLEYHbIE BaKTepum
ABNANMCL Npeobnagatowmnm akynbTaTuBHbIM naTtoreHom (28,0+0,36%; p<0,05), B 3HaUYMUTE/IbHOM
MPOLeHTe C/ly4yaeB BbICEBAINCL CTPenTOKOKKM (14,0+0,71%; p<0,05), B TO BpeMs Kak
Staphylococcus spp. 06Hapy>xuBanuch nuub B 13,0+0,77% cny4aes (p<0,05).

CornacHo niMTepaTypHbIM AaHHbIM B NOA06HbIX MUKPOOHBIX accoLMaLmax MAUKPOOPraHU3MbI
XapaKTepu3ytTCs eCTECTBEHHON U NMPUOOPETEHHON YCTOMUYMBOCTLIO K aHTMOMOTMKAM, YCMeLHO
BbDKMBAIOT U COXPAHAOT  CBOK  BUPYNEHTHOCTb. CpaBHUTENbHbIA ~ aHanu3
AHTMOMOTUKOPE3NCTEHTHOCTY BbISIBUN CNefytoLiMe CyLLecTBeHHble oTnung: E.coli B 2016 1. 6bina
BbICOKOUYBCTBUTE/IbHA K LOKCUUMKINHY, OLHAKO y»e K 2018 r. ee pesnCTeHTHOCTb COCTaBuia
14,3+4,4% (pa3nmunsa JocToBepHbI, p<0,05). Takxke 3Ha4YMTeNIbHYHO Pe3NCTeHTHOCTL B 2018 . E.coli
NposiBNsANa K amoKCMUuInuHy 78,5+2,7 u amnuumnanny 25.1+0,94. Co ctopoHbl Staphylococcus
Spp., Kak B 2016 r., Tak 1 B 2018 r. oTMeyanacb abCoNOTHaA PE3NCTEHTHOCTb K NEHUUUANNHY G.
CnenyeT OTMETUTb, YTO PE3UCTEHTHOCTb K asUTPOMWUUMHY AOCTOBEpHO Bo3pocnia K 2018 r. u
coctasuna 54,5+£0,54% npwu cpaBHeHun ¢ 12,6+7,8% B 2016 r. (p<0,05).

BbiBoabl. 1. BbisBneHbl  [0OCTOBEPHbIE  Pa3MuMA  3TUOMOTUYECKON  CTPYKTYPbI
6aKTepuanbHbIX COOOLLECTB Y XEHLLUMH C OCTPbIMU CanbNUHrMTamu B 2016 1 2018 rr.

2. OTMeYaeTCs JOCTOBEPHbIV POCT aHTMOMOTMKOPE3NCTEHTHOCTY E.coli K AOKCULMKNNHY 1
Staphylococcus spp. K a3TPOMULMHY B COCTaBE MUKPOOHbBIX COOBLLECTB NMPU OCTPbIX CaSTbMUHIUTAX
B nepuog ¢ 2016 no 2018rr.
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